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10 All isolates were typed by mycobacterial interspersed repetitive units (MIRU) and
deletion-targeted multiplex PCR (DTM-PCR).
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200 MIRU genotyping method is useful to study the cause of tuberculosis recurrence.
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30 The 81 Beijing genotype strains could be subdivided into 39 different MIRU
genotypes.
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401 Especially MIRU typing that is easy to popularize will exert important function in the
epidemiological investigation of tuberculosis.
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500 It can be divided further with genotyping methods, such as mycobacterial
interspersed repetitive unit ( MIRU) typing.
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601 Based on the MIRU genotypes, 13 of all 16 recurrent drug-resistant patients were
reinfected with new drug-resistant strain of Mycobacterium tuberculosis.
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700 Mycobacterial interspersed repetitive units ( MIRU) genotyping was performed and
analyzed on pairs of isolates of Mycobacterium tuberculosis from 16 recurrent patients
with drug-resistant tuberculosis.
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801 All isolates were typed by mycobacterial interspersed repetitive units ( MIRU) and
deletion-targeted multiplex PCR ( DTM-PCR).
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